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Abstract 
A Hidden Markov Model (HMM) is a statistical model that assigns probabilities to 
sequential data. You can use HMMs to create new sequential data and to classify a 
temporal patterns such as speech, biological and image sequences. In this talk, I will 
present approaches to detect phenotypic behaviours from time-lapse microscopy 
images of migrating cells by training statistical models such as HMMs. 
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